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ttattgtaca 
gtagctttta 
tgggcagctg 
ttaatgtgga 



gtggagctcg 
agcggagggg 
ttcttgatca 
tattggaagg 
gttgaattcc 
gctgaacaaa 
gcattaaagg 
gaagatgatt 
ctggagcagg 
gactttgaac 
gatgaaaagg 
aggcaagaac 
tctccaactc 
gctacccctg 
ggttttggta 
gatctcttac 
aaggaccaag 
ggcaatggca 
aacggctttg 
ccgggtatgc 
ctccaacaac 
ctccgtctgc 
cctgcccagc 
gtgccgttgg 
acttggtcac 
ctgtactgat 
caaatcaggt 
catgtgtccc 
ggttactgaa 
catggacttg 
tgggacgggg 
tcggggtgag 
ctttggagtg 
ggctggttcc 
ctgtgcatcc 
taggtttgta 
tttattcaga 
tataggatca 
aacaataaat 



gggctgcgta 
agacgtcggt 
tggatggtga 
aactttcctt 
aggaaggaag 
gaaatagaga 
agaagctaga 
taagtcagac 
ccaacgacga 
aaaggctaaa 
aatctttgtt 
tagcagttcg 
tagactgtga 
ttggcaaagg 
ccagtccact 
ggaaagtagg 
catcacgaaa 
caaagttctc 
accccgctcc 
tgcctctcag 
ccaggacacc 
ctccgcacgg 
cccggaactc 
tttcacatga 
tggatgcaga 
aggatttagt 
caatgtgtgc 
ccaactccac 
ttagggaaca 
cctcccagag 
cacacacagg 
ggaggcgggc 
tttttgtttt 
agggtgggcc 
tttgattact 
aacattattg 
acgcatacgg 
tcatgtggtt 
ttcacagaaa 



g g yy ag c tga 
tgagcggcgg 
agatatacca 
gaagtataag 
cagagaatta 
cttgcaggct 
gcatcaatat 
tcgggccatt 
cctggagcga 
ccaggccatt 
ggtctctgta 
ggaaagacaa 
aaagatggac 
aacggagaac 
aactccctct 
ggctttagaa 
atcctatatt 
tcgatcaggg 
tcctcctcct 
tgtgcgagtg 
cacgcctcac 
ctggcagagg 
tgcgcgatat 
ttgcactttt 
agtacccatt 
tgtgttttag 
cctcctgagc 
ccctcacagt 
ttttctgcac 
cagcacaatg 
cccagcctct 
agcctctcgc 
ctcttccaag 
ggtgccagct 
ctcatgctgc 
cctgagatat 
catgttaatg 
acaaaaaata 
aaaaaaa 



gccgagcggc 
cgaacatgcg 
gatttttcaa 
caaagcttcc 
gaagcagagt 
gataaccaaa 
gcacagagct 
aaggagcagt 
gccaaaaggg 
gaacgaaatg 
cagaggttaa 
caggaagtaa 
tccgccgtcc 
acttttcctt 
gctaggatat 
tccaaattag 
tcagggaatg 
catacatctt 
ggtctgggct 
cctagcctcc 
ccctcggtgc 
gcaggctgca 
caatactggc 
gtgggtcgca 
catcacacct 
gacattgcaa 
tcccacccag 
ttgggcctgt 
cttctgattt 
cccgtctgag 
gtgctgtctc 
cagccttccc 
ggccgtcccg 
ccggggtgga 
atttactgtt 
ttgtatataa 
actctgatgg 
cttccctcaa 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2220 

2280 

2327 



-5- 



PF-0513-1 DIV 



<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 1319265 



£3 



<400> 6 

ctgagagaag 

gggtctggga 

ctggtgctga 

cagggtagag 

cctgttccag 

cactgtgctg 

ccgctgccgg 

tttcgtttat 

tctagcctgt 

tttcccccag 

cacccagttc 

ccccaactgc 

cgagctccag 

aggactctgc 

ccgctttacc 

cctcgagtct 

cattcccagc 

ggtggtggta 

acaccaccac 

ggagcacctg 

cacctggccc 

cagactcttg 

tggagaagtc 

aacccttggg 

ttggagtttt 

gagtggggtg 

gctgtgcgcc 

ctttttgttt 

tctctgtcct 

ctggcctaga 

ccaaggttct 

aaaaaaaaaa 



cctggtccat 
tccccaaggc 
aggatgtgga 
aggaaagacc 
ctgacagtga 
tccaccaagc 
ggctctttcc 
ggaggctget 
cggggtgtgc 
ggcccctcca 
cgctgcagca 
cccgacgcct 
cgcatccatt 
aaggagagca 
tatggtggtt 
tgtegcygea 
acaggctctg 
gecatcttgg 
cacccaccac 
gtctataacc 
tgcttcctgc 
cctgtttccc 
tcagctaagc 
ccagaagtac 
gtttcctctg 
gtgtcagacc 
cagggctggg 
atttaatget 
ctcttcctct 
ccagcagaca 
ccaacatcac 



ctagtgagaa 
ctgggcaggc 
aaacacagat 
caaaccaggt 
ctagctcaga 
agacagaaga 
cgcgctggta 
tgggcaacaa 
aaggtgggcc 
tggaaaggcg 
atggctgctg 
ccgacgaggc 
tccccagtga 
tcccgcgctg 
gttatggcaa 
tctccaagaa 
tggagatggc 
gttactgett 
ccacccctgc 
acaccacccg 
ttgecaagge 
aggcccactg 
tcacgtcctg 
cagactagat 
ttcaaagctg 
ctggaggccc 
aggaaggact 
gtggcatggg 
tcccccaaga 
gagecaggag 
agcccagccc 



ttgaccttat 
atagacttga 
tggcgcctac 
ggaactgtgg 
ccacccagag 
ctactgcctc 
ctatgacccc 
gaacaactac 
tttgagaggc 
ccatccagtg 
catcgacagt 
tgcctgtgaa 
caaagggcac 
gtactacaac 
caagaacaac 
ggatgtgttt 
tgtcgcagtg 
cttcaagaac 
cagct ccact 
gcccctctga 
agaggectgg 
tgectcagag 
agaaagctca 
ggacctgcct 
cctgtcccta 
caaccctgtc 
tccctgtgta 
tgaagaggag 
t t gage t etc 
aggctcagct 
acccactggg 



ctcactttct 
aggtacaacc 
tgcggggtga 
ggactcaagg 
gacacggcca 
gcatccaaca 
aeggagcaga 
ettegggaag 
agctctgggg 
tgctctggca 
ttcctggagt 
aaatacacga 
tgcgtggacc 
cccttcagcg 
tttgaggaag 
ggectgagge 
ttcctggtca 
cagagaaagg 
gtctccacta 
gectgggtet 
gctgggaaaa 
accagggctc 
aaggtttgga 
gcataggagt 
ccccatggtg 
ctcccgagct 
gtttgtgctg 
gggaagaggc 
tgeccttgat 
gcattccgca 
taataaaagt 



ctccccgcca 
ccaggaaccc 
caaeggatgt 
aaggcaccta 
aegtcacagt 
aggtgggtcg 
tetgeaagag 
aagagtgcat 
ctcaggcgac 
cctgtcagcc 
gtgacgacac 
gtggctttga 
tgccagacac 
aacactgcgc 
agcagcagtg 
gggaaatccc 
tetgeattgt 
acttccacgg 
ccgaggacac 
caccggctct 
actttggaac 
cagcccctct 
aggagcagaa 
ttggaggaag 
ctaggaagag 
cctcttccat 
taaagagttg 
ctgtttggcc 
cagccccacc 
gcccccaccc 
ggtttgtgga 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

9 60 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1870 



<210> 7 

<211> 1138 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 2057812 



<400> 7 

gttttggcgc atgggcggag cgtagttacg gtcgactggg gcgtcgtccc tageceggga 60 
gccgggtctc tggagtcgcg geceggggtt cacgatgtcc gacgaggaag cgaggcagag 12 0 
cggaggctcc tcgcaggccg gcgccgtgac tgtcagegae gtccaggagc tgatgcggcg 180 
caaggaggag atagaagege agatcaaggc caactatgac gtgctggaaa gecaaaaagg 240 
cattgggatg aacgagccgc tggtggactg tgagggctac ccccggtcag acgtggacct 3 00 
gtaccaagtc cgcaccgcca ggcacaacat catatgectg cagaatgatc acaaggcagt 3 60 
gatgaagcag gtggaggagg ccctgcacca gctgcacgct cgegacaagg agaagcaggc 42 0 
ccgggacatg gctgaggccc acaaagaggc catgagccgc aaactgggtc agagtgagag 480 
ccagggccct ccacgggcct tegecaaagt gaacagcatc agccccggct ccccagccag 540 
catcgegggt aatccagggg ttggccactc aagtccatgc ccaggggaca egggtctgea 600 
agtggatgat gagattgtgg agttcggctc tgtgaacacc cagaacttcc agtcactgea 6 60 
taacattggc agtgtggtgc agcacagtga ggggaagece ctgaatgtga cagtgatccg 720 
caggggggga aaacaccagc ttagacttgt tccaacacgc tgggcaggaa aaggactget 7 80 
gggctgeaac attattcctc tgcaaagatg attgtccctg gggaacagta acaggaaagc 840 
atcttccctt gccctggact tgggtctagg gatttccaac ttgtcttctc tccctgaagc 900 



-6- 



PF-0513-1 DIV 



ataaggatct ggaagaggct tgtaacctga 
ccagtgtaat ctccctggat taaggcattc 
attaggccac ggccctaaat aggaattccc 
ctggcaggta ctggtgtgat tattattatt 

<210> 8 

<211> 1910 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 2058485 



acttctgtgt 
ttaaaaactt 
tggattgtgg 
atttttaata 



ggtggcagta ctgtggccca 
aggcttggcc tctttcacaa 
gcaagtgggc ggaagttatt 
aagagtttta cagtgctg 



960 
1020 
1080 
1138 



<400> 8 

cgagcccgga 

ctcccgacgg 

agcttagcgc 

agggtgacct 

catgaacggt 

cgtgaaccgg 

ggctggcttc 

ct t catgacc 

tggcaatggc 

tcggtctcgc 

gatctggagc 

ccctacctca 

cccacacctg 

gatgcatcta 

tgagccaggg 

ctgtgcccat 

cacccagcct 

caatctgcac 

ctccctggcc 

gtctgagagt 

agcctcgtgc 

cgcagacatg 

gcctttattc 

cgcggtgtca 

tctcatggtc 

gctggggctg 

gatggcctgc 

gttcccttct 

ccatcccttt 

ggattgtcac 

gcctggcttg 

tgggagctga 



ggccagatga 
ccccacttga 
ggtgctgcag 
gacgactttc 
aaggcccgca 
agtccctctc 
agtgaactca 
aggaac tcct 
ttcagcctca 
cgcagccagg 
acctggtttg 
ggtcggctgg 
gccatccatc 
gtccccattc 
cctctcaatg 
ctggggctga 
gcggtcttgg 
agctgcttct 
acagagcctc 
gcacagggag 
cagcacccga 
gcccatgctg 
cacaagggcc 
gaggccctga 
cggaatgaca 
cgggtgctgg 
accacaggag 
ctaagccata 
gcacctgaga 
tcagactctc 
aacctttgga 
tggttttaaa 



gcggacacag 
atttcgatcc 
tggggccgcc 
ccgggactgg 
aagaggcggt 
ctttccatgc 
aggagactga 
c caeca teat 
tcggggccca 
tgggcttcca 
accgtgacct 
agcagcagct 
tgcagcgaaa 
ttgccacagc 
ctgtggatga 
gccccaagga 
gtggtgccta 
gtgccctgca 
aegtgegcat 
cacagtcact 
cagccttcga 
tgcatcccaa 
ccgtgatcaa 
tccgagaggt 
ccccctgtgg 
atttaggcag 
tcctccagac 
atctcttagt 
ggggaagttc 
cgtgctacgc 
accagaaaag 
tctggtttta 



ccccacgcgc 
cagacegggt 
tgacccaaag 
aagggggagt 
geagactgeg 
tgtggctgaa 
gaaatggaat 
agettttget 
cacggacagc 
geaagteggt 
gactctggct 
ggtgcacgtg 
tatcaacgag 
catccaggag 
gcggcaccat 
catagtggag 
tgatgagttc 
ggecttgata 
ggtcacactc 
gctgacagag 
ggaagecata 
ctacctggac 
ggtgaacagc 
ggccaacaaa 
aaccaccatt 
cccccaactg 
cctcaccctc 
ggattgagee 
tcagctgagc 
ttatttggag 
ttggggagca 
aatctcaaaa 



ggggccatgc 
ccggcgccct 
cgaaaccgaa 
ectgegagag 
gctaaggaac 
tgccgcaacc 
attaageccg 
gtagggg^gee 
ccctgcctcc 
gtggagacct 
ggacgegtea 
gagcggccca 
aactttgggc 
gagctggaga 
tcggtcctca 
atggagctct 
atetttgetc 
gattcctgtg 
tatgacaacg 
ctggtgctgc 
cccaagtcct 
aagcatgagg 
aagcaacget 
gtcaaggtcc 
ggacctatct 
gccatgcact 
ttcaagggct 
ctcttggaaa 
tgaagctgga 
actagaggag 
ggtggaggag 
aaaaaaaaaa 



aggtaagtgg 
ccggggccca 
agccccgcgg 
actaggtggc 
tcctcaagtt 
gccttctcca 
agagcaagta 
agtacgttcc 
gggtgaaacg 
atggtggtgg 
ttgtcaagtg 
ttcttegcat 
ccaacacaga 
aggggactcc 
tgtccctgct 
gecttgeaga 
ctcggctgga 
caggccctgg 
aagaggtggg 
ggeggatetc 
tcatgatcag 
agaaccaccg 
atgcttcaaa 
ccctgcagga 
tggcttctcg 
etatceggga 
tctttgagct 
gacttctctg 
ttattaaagt 
tgggagttga 
gccacactcc 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1910 



<210> 9 
<211> 667 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: g2827886 

<400> 9 

Lys Pro Ala Cys Ser Ser Val Arg Leu Thr Thr 

15 10 
His Cys Val Cys Gin Asp Pro Met Thr Cys Pro 

20 25 
Leu Asp Gin Val Cys Gly Thr Asp Asn Gin Thr 

35 40 
Cys Tyr Leu Phe Ala Thr Lys Cys Lys Leu Glu 



Arg Glu Lys Pro 
15 

Pro Ala Lys Leu 
30 

Tyr Thr Ser Ser 
45 

Gly Thr Lys Lys 



PF-0513 



-1 DIV 



Gly 


His 


Gin 


Ala 


Cys 


Thr 


Asp 


Trp 


Leu 


Asn 


Thr 


Leu 


Lys 


Ser 


Thr 


He 


Asp 


Leu 


Gin 


Val 


Arg 


Gly 


Ala 


Arg 


Arg 


Leu 


Gly 


Ser 


Arg 


Arg 


He 


Met 


Asp 


Glu 


Thr 


Ala 


Ser 


Arg 


Lys 


Arg 


Glu 


Leu 


Gin 


Arg 


Asn 


Glu 


Val 


Glu 


Ser 


Tyr 


Lys 


Arg 


Ala 


He 


Gin 


Ala 


Asn 


Ser 


Leu 


Glu 


Ala 


Phe 


Leu 


Ser 


Val 


Gin 


Leu 


Ala 


Val 


Pro 


Ser 


Ser 


Gin 


Ala 


Ser 


Glu 


Asn 


Ser 


T"h t- 

X 111. 




C X \J 


Val 


Gly 


Asp 


Ala 


Ala 


Cys 


Tyr 


He 


Ser 


Thr 


Lys 


Phe 


Ala 


Val 


Asn 





50 




Leu 


Gin 


Leu 




65 




Asp 


c Ilcr 


bX LI 




8 0 




T 

jjy s 


Asn 


T 1 ^ 
lie 




95 






He 


Ser 




110 




TP m 

i rp 


lUfci L. 


Lys 




12 5 




Leu 


Leu 


Arg 




140 




p 1 n 


Leu 


T ^i-i 

j_ieu 




155 




Ser 


uly 


Ala 




1 / \J 




Arg 


Pro 


biy 




1 a d 




Arg 


rpv, „ 

inr 


Cys 




9 n o 




biy 


blU 


Asp 




Z113 




m 

Tyr 


Trp 


Lys 




O "5 Pi 




A 1 = 

Ala 


Arg 


Asp 




Z f± D 




bill 


Al a 


bill 




9 n 

£i o u 




Arg 


Asp 


Leu 




Z / D 




Ala 


Leu 


Lys 




o q n 
z y u 




bin 


val 


Ser 




J U J 




Lys 


b 1 U. 


pi t-, 

bin 




^ 9 o 

O Z \J 




Asp 


Asp 


Leu 








rp"U -y- 
X I IX 


Leu 


X 111 




1 tr r\ 




C* 1 n 
ulU 


Ser 


fin 

blU 




7 ^ 




Arg 


Leu 


_ 

Lys 




7 ft n 

o o u 




Arg 


v?X U 






3 9 5 




IT X KJ 


X 11X 


Leu 




410 




Leu 




Leu 




42 5 




Phe 


Pro 


Ser 




440 




Leu 


X 11 X 


IT X vJ 




455 




j_ieu 


Leu 


Arg 




470 




Arg 


Asn 


Phe 




485 




Gly 


Asn 


Val 




500 




Ser 


Arg 


Ser 




515 




Gly 


Phe 


Asp 




530 





He 


Thr 


Trp 


Val 


Thr 


Gin 


Ser 


Cys 


Ser 


Thr 


Arg 


Ser 


Lys 


Arg 


Leu 


Glu 


His 


Arg 


Thr 


Cys 


Arg 


Gin 


Gly 


Cys 


Gin 


Ala 


Ser 


Ala 


Phe 


Asp 


He 


Pro 


Asp 


Glu 


Leu 


Ser 


Glu 


Leu 


Val 


Leu 


Glu 


Ala 


Gin 


Ala 


Asp 


Glu 


Lys 


Leu 


Val 


Leu 


Glu 


Leu 


His 


Ser 


Glu 


Arg 


Ala 


Lys 


Leu 


Asn 


Leu 


Asp 


Glu 


Asp 


Glu 


Ala 


Gin 


Gin 


Glu 


Asp 


Cys 


Glu 


Pro 


Ala 


Thr 


Pro 


Lys 


Ala 




A 1 •= 
nl d 


Arg 


Lys 


Val 


Gly 


Ala 


Lys 


Asp 


Asn 


Cys 


Gly 


Gly 


His 


Thr 


Pro 


Ala 


Pro 



55 






Ser 


Leu 


Gin 


70 






Phe 


Pro 


Leu 


85 






Cys 


Met 


Asn 


100 






rtx y 


Glu 


Thr 


115 






T.oi i 


AT 3 


uiy 


130 






ai a 


Thr 


Ser 


lit: 
X *± J 






Gly 


Gly 


Ala 


160 






vjiy 


biy 


Asn 


17c 

X / -J 






biy 


A 1 


p 1 11 
b X LI 


1 q n 

17U 






1 nr 


Leu 


blU 


9 n r 

z \J J 






rue 


Ser 


Ser 


9 9 n 






Leu 


Lys 


xyr 


23 5 






blU 


rflc 


bin 


9^0 

^ J u 






bin 


Leu 


vai 


2 6 5 






Asn 


p 1 n 
bill 


Arg 


9 ft n 






bill 


nl c> 


bill 


Z, J D 






Asp 


Asp 


Leu 


O X V 






Thr 


Cys 


Arg 


9 5 






Lys 


Arg 




340 






bin 


Ala 

HI a. 


Tip 

lie 


3 5 5 






Lys 


1 1 

bX LI 




•j 1 \j 






Arg 


Asp 


_ 

j_ieu 


^ ft R 
j 0 _> 






Val 


T"h-r 

X 11X 


ril y 


40 0 








Met 


sp 


41L5 






Pro 


Val 


Gly 


43 0 






He 


Pro 


Asn 


445 






He 


Ser 


Ala 


460 






Al pi 


1j6U 


pi 11 


475 






Gin 


Ala 


Ser 


490 






Val 


Met 


Asn 


505 






Ser 


Phe 


Phe 


520 






Pro 


Pro 


Pro 


535 











60 


T 1 ~ 
X x 


i yr 


ri \J 






75 


Arg 


Met 


Arg 






90 


JjSU 


X 11X 








105 


Lys 


Ser 


Arg 






12 0 




nx £a 


tr x u 






1 R 

X -J -J 


Arg 


Phe 


Gly 






150 


vjiy 


b _y 


Arg 






X O J 


biy 


A 1 5* 
Hid 


O 1 n 
bX LI 






X O \J 


Al ;=» 

Aia 




V cl X 






1 > j 


Al ^ 

ai a 


ir fie 


Leu 






210 


Leu 


Lys 


bl LI 






9 9 "R 

£i £t ~i 


Lys 


pi 
bin 


Ser 






9 AH 


pi n 
blU 


biy 


Ser 






Z J J 


pi v, 

bin 


Aia 


blU 






9 7 n 


Leu 


Lys 


Tyr 






9 ft S 

O _> 


Tyr 


Aia 


pi « 

bin 






■inn 


Ser 


bin 


Thr 






J X J 


bl LI 


Leu 


bX LI 






O O \J 


rn"U ~- 
X 111 


11c 


val 






J rt J 


r*i n 

UlU 


Arg 


As n 






3 60 


Leu 


Leu 


val 






37 5 


Arg 


bXll 


nl n 

bX u 






Q n 

J -7 \J 


jjy s 


OCX 


Al a 

AX ct 






40 5 


Ser 


Ala 


Val 






420 


Lys 


Gly 


Thr 






43 5 


Gly 


Phe 


Gly 






450 


Leu 


Asn 


He 






465 


iZ> tr X 


j_iy s 


Leu 






480 


Arg 


Lys 


Ser 






495 


Ser 


Asn 


Gly 






510 


Asp 


Lys 


Gly 






525 


Gly 


Leu 


Gly 






540 



PF-0513-1 DIV 





Arg 


Pro 


Leu 


Ser 


nla 


H) /~» 


\j ±.y 


Mol- 


v_-_y fc> 


Arg 


Cqv- 


val 


v- y & 








j 4 j 










^ ^0 

J ju 










55 5 




Pro 
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